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### Poor-risk: Complex ( 3 abnormal clones); -5, 5q-, -7, 7q-; 11q23 -non t(9;11); inv(3), t(3;3); t(6;9); t(9;22); Normal cytogenetics with FLT3-ITD mutation. ### Poor-risk: Complex ( 3 abnormal clones); -5, 5q-, -7, 7q-; 11q23 -non t(9;11); inv(3), t(3;3); t(6;9); t(9;22); Normal cytogenetics with FLT3-ITD mutation. 

B Primers for qChIP analysis of WDR5 and H3K4me3 binding at WDR5 genes targets on oncogenesis, apoptosis and others
C Primers for qChIP analysis of H3K4me3 binding in WDR5 targets
Lyn-F3 5ʹ-CACTTCACTTTCACAAGTG-3ʹ Lyn-R3 5ʹ-GATTAGAGTGGTGAATGTAAC-3ʹ
Lyn-F4 5ʹ-TGGTTGGCACGTAATGAGAAAA-3ʹ Lyn-R4 5ʹ-TTGACCCCAGAGCTCATGATC-3ʹ
Lyn-F5 5ʹ-CTCACGCCTCTAATCCCAGCAC-3ʹ Lyn-R5 5ʹ-CAGGCTGGTCTCGAACTCCTGAC-3ʹ
Lyn-F6 5ʹ-GTTGTAGTATTATCATACAGAG-3ʹ Lyn-R6 5ʹ-GCTTCATCTGTTTGAAGCTATG-3ʹ
BCL9-F1 5ʹ-GTACCTGGACTACTCCAGTG-3ʹ BCL9-R1 5ʹ-CAACTGAGGCCTGTGTGATTC-3ʹ
BCL9-F2 5ʹ-CTATGAAGGAATGAGTGATGTGTG-3ʹ BCL9-R2 5ʹ-GTTTAGACTCTATTCCTCAG -3ʹ BCL9-F3 5ʹ-CTTGTTTCTTGCCATATTCATTATC-3ʹ BCL9-R3 5ʹ-GAGGGGAGGGTGAGTGTGCTG-3ʹ BCL9-F4 5ʹ-CTGGCGCTGAGATGGCCTGAG-3ʹ BCL9-R4 5ʹ-CAGAAGAGAGGTGAGTCCTTG-3ʹ
BCL9-F5 5ʹ-GAGAATGTCTTGTTTGTGGCTTG-3ʹ BCL9-R5 5ʹ-GTACGGCCCAGGCATTCATGCCAAGTAG-3ʹ
BCL9-F6 5ʹ-GACTGGGGATGGCCCCTCTTTC-3ʹ BCL9-R6 5ʹ-CTCTCCATCCACCCCTTCTC-3ʹ
